In the crystal structure of the title compound, C 4 H 8 N 3 O + ÁCl À , N-HÁ Á ÁCl hydrogen bonds link the components into chains along [010] . In addition, weak C-HÁ Á ÁCl hydrogen bonds link the chains into a two-dimensional network perpendicular to (001).
Related literature
For creatinine (2-amino-1-methyl-5H-imidazol-4-one), which is used in the synthesis of some 1:1 proton-transfer compounds, see; Moghimi et al. (2004) ; Soleimannejad et al. (2005) . For related structures, see: Tabatabaee et al. (2007) ; Bujak & Zaleski (2002) ; Tabatabaee, Abbasi et al. (2011); Tabatabaee, Tahriri et al. (2011 , 2012 ; Tabatabaee, Adineh et al. (2012) . For background information on weak C-HÁ Á ÁCl hydrogen bonds, see : Freytag & Jones (2000) ; Taylor & Kennard (1982) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis CCD (Oxford Diffraction, 2007 ); cell refinement: CrysAlis CCD data reduction: CrysAlis RED (Oxford Diffraction, 2007); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) and DIAMOND (Brandenburg, 1999) ; software used to prepare material for publication: publCIF (Westrip, 2010). Tabatabaee, M., Tahriri, M., Tahriri, M., Dušek, M. & Fejfarová , K. (2011 In continuation of our research to synthesize transition metal complexes with dicarboxylic acids (especially pyridine-2,6-dicarboxilic acid) in the presence of some amino compounds (Tabatabaee, Abbasi et al., 2011; Tabatabaee, Tahriri et al., 2011; Tabatabaee, Tahriri et al., 2012; Tabatabaee, Adineh et al., 2012) , the reaction of zirconium tetrachloride, with pyridine-2,6-dicarboxilic acid in the presence of creatinine was performed. The title compound (I) was fortuitously obtained as a result of this reaction. Creatinine has previously been used as a proton acceptor in the synthesis of some 1:1 proton-transfer compounds (Moghimi et al., 2004; Soleimannejad et al., 2005) .
The molecular structure of (I) is shown in Fig. 1 . During the reaction a proton was transferred to the ring N atom of the creatinine (2-Amino-1-methyl-5H-imidazol-4-one) molecule. In (I) the C3-N1 bond [1.3094 (18) proton transfer compound, bis(creatininium)2,5-dicarboxybenzene-1,4-dicarboxylate (Tabatabaee et al., 2007) .
In the crystal, intermolecular N-H···Cl hydrogen bonds link the components into one-dimensional chains along [010] .
In addition, weak intermolecular C-H···Cl hydrogen bonds link one-dimensional-chains into a two-dimensional network perpendicular to (001) (Fig. 2) . When compared with the crystal structure of 1,2,4-triazolium chloride (Bujak & Zaleski 2002) , the N-H···Cl interactions are weaker in the present structure while C-H···Cl interactions are similar. For the weak intermolecular hydrogen bonds the C-H···Cl angles are in the range of those previously reported (Freytag & Jones, 2000; Taylor & Kennard, 1982) .
An aqueous solution of ZrCl 4 , (0.233 g, 1 mmol) in water (10 ml) was added to a stirring solution of (20 ml) pyridine-2,6-dicarboxylic acid (0.167 g, 1 mmol) and creatinine (0.113 g, 1 mmol). The reaction mixture was stirred at 298K for 4 h.
The resulting solid residue was filtered and the colorless crystals of the title compound were obtained after few days at 277K from mother liquor.
Refinement
H atoms bonded to C atoms were included in calculated positions with C-H = 0.96 and 0.97Å and with U iso (H) = 1.5U eq (C). H atoms bonded to N atom were included with N-H 0.86 amd 0.89Å and with U iso (H) = 1.5U eq (N). (Brandenburg, 1999) ; software used to prepare material for publication: publCIF (Westrip, 2010).
Computing details
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Figure 1
The molecular structure of (I). Displacement ellipsoids are drawn at the 50% probability. 
2-Amino-1-methyl-4-oxo-4,5-dihydro-1H-imidazol-3-ium chloride
Crystal data are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The H atoms were all located in a difference map, but those attached to carbon atoms and the nitrogen atom in amino group were repositioned geometrically. The H atoms were initially refined with soft restraints on the bond lengths and angles to regularize their geometry (C-H in the range 0.93-0.98, N-H in the range 0.86-0.89 N-H to 0.86 O-H = 0.82 Å) and U iso (H) (in the range 1.2 times U eq of the parent atom). The distance between hydrogen atom H3 and N2 was left unrestrained. Symmetry codes: (i) x, y−1, z; (ii) −x+2, −y+1, −z+1; (iii) −x+1, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
